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METHOD, APPARATUS, AND MEDIUM FOR CALIBRATION OF 
TOMOSYNTHESIS SYSTEM GEOMETRY USING FIDUCIAL 
MARKERS WITH NON-DETERMINED POSITION 

BACKGROUND OF THE INVENTION 

[0001] In a typical tomosynthesis system, an x-ray source emits x-ray beams in the 

direction of an object to be imaged. These x-ray beams are subsequently detected by a 
detector, and are acquired by the tomosynthesis system. 

[0002] Further, in a typical tomosynthesis system, the imaged object remains in a 

fixed position, the x-ray source assumes different discrete positions along a trajectory 
in space. For each source position, a projection radiograph image is acquired. 

[0003] Once the images, included in the detected x-ray beams, of the object are 

acquired by the tomosynthesis system, reconstruction of three-dimensional structures 
of the imaged object from structures included in the acquired images is accomplished 
by the tomosynthesis system. Accurate and reliable reconstruction of 3-dimensional 
information about structures of the imaged object in tomosynthesis requires a precise 
knowledge of the tomosynthesis system geometry. The relative positions of the focal 
spots of the x-ray source for the different x-ray source locations, and the detector at 
the time the images of the object are being acquired is referred to as the tomosynthesis 
system geometry. The focal spot is the location of the point-like approximation of the 
x-ray source. The focal spot is typically at a fixed location with respect to the 
elements of the x-ray source. For the purposes of reconstruction, the focal spot 
represents the location of the x-ray source. This precise knowledge of the 
tomosynthesis system geometry is required in order to obtain a high image quality and 
a high level of detail-resolution of reconstructed structures in the imaged, 3- 
dimensional object. 

[0004] One conventional method of determining the tomosynthesis system geometry 

is by physically measuring the spatial location and orientation of the different 
components (the detector and the focal spot positions of the x-ray source at the 
different source locations). This method requires a number of precise measurements 
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different source locations). This method requires a number of precise measurements 
and is typically complex, depending on the mechanical structure which connects the 
detector and the x-ray source. 

[0005] Moreover, other conventional methods can be used that are similar to 

calibrating an internal camera geometry using images of scenes with unknown 
geometry. Although conceptually similar to the problem of determining the 
tomosynthesis system geometry from images of some object, these other conventional 
methods cannot be carried over to determining tomosynthesis system geometry 
because a tomosynthesis system includes a different system geometry for each 
acquired image, typically because of a change in the x-ray source (and thus focal spot) 
location for each acquired image. 

[0006] In computed tomography (CT), there exist approaches that employ markers (or 

phantoms) with a well-defined relative position of the markers. However, these 
approaches are based upon the use of a well-defined phantom (which is relatively 
expensive), and usually cannot be used while imaging a patient. Consequently, the 
imaging procedure has to be repeated if the CT system geometry was not well 
calibrated during the patient image acquisition. 

BRIEF SUMMARY OF THE INVENTION 

[0007] Geometry of a tomosynthesis system including a detector and an x-ray source 

is determined in the present invention using fiducial markers with non-determined 
positions. The geometry is determined by arbitrarily locating at least two markers 
within the imaged volume, at different relative distances between the detector and the 
x-ray source, without having projections located on a straight line for all different 
source positions, and locating the projections of the markers within at least two 
images acquired of the imaged volume. The at least two images correspond to 
different positions of a focal spot of the x-ray source, and for every x-ray source 
position one acquired image must be included in the at least two images. 
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Further, the present invention determines and analyzes the focal spot positions 
for images. That is, if two images are analyzed by the present invention, then the 
corresponding two focal spot locations are determined for those images even when 
more images for different focal spot positions have been acquired. 

In addition, the present invention uses a phantom including fiducial markers to 
determine tomosynthesis system geometry. The used phantom does not need to be a 
rigid structure, but it can comprise fiducial markers which are physically separate 
from each other and that remain stationary during the image acquisition process. Use 
of a non-rigid structure as the phantom (or even separate markers, that are not 
mechanically connected with each other) allows for simultaneous imaging of an 
object. 

[0010] More particularly, in the present invention, a set of projection images is 

acquired by a tomosynthesis system, and the position of the focal spot of the x-ray 
source (relative to the detector) for at least two of the projection images, as well as the 
location of the markers (relative to the detector), is determined from the position of 
the shadows (i.e., the projections) of the fiducial markers. In particular, no well- 
defined phantom is required, but a phantom comprising a non-rigid arrangement of 
markers that satisfies a general condition is used. In the present invention, at least two 
markers are identified in an imaged volume (which may include the imaged object at 
the same time). These two markers (discussed herein below as markers B, B') are 
identified consistent with the following criteria. These two markers are placed in the 
imaged volume at different heights relative to the detector. Moreover, these two 
markers are placed in the imaged volume such that the plurality of projection images 
(or shadows) of the two markers, for all x-ray source positions, is not located on a 
straight line. 

[0011] Quality of reconstruction images in which back-projections of projections of 

any single point (within the imaged volume) line up in space is optimal and is in 
particular enhanced over that of reconstruction images in which the back-projections 
do not line up in space. Thus, in the present invention, the tomosynthesis system 
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geometry is extracted from the images by fitting the tomosynthesis system geometry 
to the position of the projections of suitable features in the images. 

Thus, in the present invention, the location of the images of a set of fiducial 
markers is identified in each of the acquired projection images, and the 
correspondences between projection images (shadows) and markers are determined. 
From this identification, the geometry of the tomosynthesis system (i.e., the relative 
position of the focal spot of the x-ray source for at least two of the x-ray source 
positions with respect to the detector) as well as the location of the fiducial markers is 
determined. 

Further, the present invention comprises a method determining the geometry 
of a tomosynthesis system (i.e., system geometry calibration) by using the projection 
images of a phantom containing fiducial markers with unknown position. 

More particularly, the present invention uses a phantom with an almost 
arbitrary arrangement of fiducial markers, and does not require a special phantom with 
well-defined relative positions of the markers. Projection radiograph images of this 
phantom are acquired, and the positions of the projections of the markers in the 
images are assumed to be known (i.e., measurements of the locations of the shadows 
of the markers are assumed to be available). From this data set, a set of estimated 
focal spot locations as well as the associated estimated locations of the markers are 
derived such that optimal quality of the reconstructed images is guaranteed. 

The present invention comprises, at least, a method, a tomosynthesis system, 
and a computer-readable medium storing a program that when executed by a computer 
causes the computer to execute processes, comprising determining geometry of a 
tomosynthesis system including a detector and an x-ray source. The method and 
tomosynthesis system comprise and/or execute steps including arbitrarily identifying 
at least two markers within an imaged volume, at different relative distances between 
the detector and the x-ray source, and without having projections located on a straight 
line for all different source positions. A computer is also used to locate the 
projections of the markers within at least two images acquired of the imaged volume. 
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The at least two images correspond to different positions of a focal spot of the x-ray 
source. 

[0016] The present invention also comprises a computer-readable medium that stores 

a program for determining geometry of a tomosynthesis system that includes, at least, 
a detector, an x-ray source and at least two markers arbitrarily placed within an 
imaged volume, at different relative distances between the detector and the x-ray 
source, and without having projections located on a straight line for all different 
source positions. The program which when executed by a computer causes the 
computer to execute the processes including the steps of locating by the computer of 
the tomosynthesis system the projections of the markers within at least two images 
acquired of the imaged volume. The at least two images correspond to different 
positions of a focal spot of the x-ray source. 

BRIEF DESCRIPTION OF THE DRAWINGS 

[0017] Figure 1 shows an exemplary embodiment of a system geometry of a 

tomosynthesis system. 

[0018] Figure 2 shows an example illustrating Desargues' Theorem. 

[0019] Figure 3 is a diagram illustrating the relation between Desargues' Theorem 

illustrated in Figure 2 to the tomosynthesis system shown in Figure 1. 

[0020] Figure 4 shows a method of reconstructing tomosynthesis system geometry of 

the present invention. 

[0021] Figure 5 is an example flowchart of iterative geometry reconstruction method 

of the present invention. 

[0022] Figure 6 illustrates the skewing (shear) of the 3-dimensional space. 

DETAILED DESCRIPTION OF THE INVENTION 

[0023] As used herein, the terms "adapted to", "configured to" and the like refer to 

the components that are arranged to provide a desired function as might be know to 
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one skilled in the art. For example, in the situation of the processing of signals, data 
and the like, the term "adapted to" refers to a component such as, for example, a 
preprogrammed digital computer, an application-specific integrated circuit (ASIC), or 
other electronic, analog or optical computing device that can be prepared to process 
input signals in accordance with a desired algorithm to provide a desired output 
signal. In the situation of a mechanical or electro-mechanical device, the term 
"adapted to" refers to the components, for example, being assembled, connected or 
disposed in an operational relationship so as to provide a desired functionality, make 
up or arrangement in a device. 

[0024] Throughout the description of the present invention, reference is made to the 

x-ray source being "above the detector", or a "constant height above the detector". 
This reference is made for clarity of explanation, and means that the x-ray source is 
positioned opposite to the detector relative to the imaged object and merely explains 
the relative positions of the x-ray source and the detector (or detector plane). 
Reference to the x-ray source being "above the detector" does not imply that the x-ray 
source is necessarily positioned "higher than the detector" since the present invention 
can be implemented successfully, for example, if the digital tomosynthesis system is 
turned upside down, so long as the relative geometry of the digital tomosynthesis 
system remains unchanged. 

[0025] The present invention is described with reference to the tomosynthesis system 

10 shown in Figure 1. In the tomosynthesis system 10 shown in Figure 1, a 
tomosynthesis system for breast imaging, the detector 12, for example, can be 
horizontal and stationary, while the x-ray source 14 is attached to a gantry arm 16 
which rotates around a pivot point 18 in order to acquire the projections from different 
view angles of an object 20. The pivot point 18 is located at some fixed distance 
above the detector 12 (for example, about 22.4 cm.), and the distance from focal spot 
of the x-ray source 14 to the pivot point 18 is also fixed (for example, about 44.0 cm.). 
The considered angular range of the gantry 16 (with respect to the pivot point 18) is 
from about -25 to 25 degrees, where 0 degrees corresponds to the vertical position of 
the gantry arm. That is, x-ray source 14 travels along a trajectory 22 as shown in 
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Figure 1. Moreover, the detector 12 is provided in a detector plane (not shown in 
Figure 1). It should be appreciated in other embodiments that the detector 12 can also 
move with relation to the x-ray source 14 and/or the object 20. 

[0026] In addition, the tomosynthesis system 10 shown in Figure 1 comprises 

computer 21. Computer 21 is coupled to detector 12 and to x-ray source 14. 
Computer 21 controls the movement of the x-ray source 14 and/or the detector 12, as 
well as the timing of the exposure by the x-ray source 14 and the readout of the 
detector 12. The computer also determines the geometry of the tomosynthesis system 
10 from the acquired projection images according to the method of the present 
invention discussed herein below. That is, computer 21 comprises software executed 
by the computer 21, which determines the geometry of the tomosynthesis system 10 in 
accordance with the method discussed herein. It should be appreciated that the 
computer 21 can comprise various types of computing devices, for example, without 
limitation, a microprocessor, a digital computer and a server. 

[0027] The tomosynthesis system 10 shown in Figure 1 is exemplary, and the present 

invention is not constrained to the geometry of the tomosynthesis system 10 shown in 
Figure 1. 

[0028] In the ensuing discussion, reference is made generally to the position of the 

focal spot location of the x-ray source (or tube) 14. The orientation of the x-ray 
source (or tube) 14 can be modified through rotation without changing the focal spot 
position, and the orientation of the x-ray source 14 will be adjusted typically such that 
the center of the x-ray beam emitted by the x-ray source 14 is close to the center of the 
detector 12. 

[0029] The focal spot is the location of the point-like approximation of the x-ray 

source 14. The focal spot is generally at a fixed location with respect to the elements 
of the x-ray source 14. That is, the focal spot represents the location of the x-ray 
source 14. 
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[0030] The markers, which are not shown in Figure 1, may be contained in a rigid 

phantom, but may also be arranged separately. In one embodiment, the markers can 
be arranged: 

• such that at least two markers have different heights above the detector 12, 
and 

• such that the set of projection images of these two markers (for projection 
radiographs taken at different focal spot positions of the x-ray source 14) 
do not lie on a single line in the detector plane. 

[0031] To compensate for errors in the measurement of the locations of the markers' 

projections, it is desirable to have several markers such that a maximum number of 
pairs of markers can be formed which satisfy the above-mentioned conditions. 

[0032] Determination (or reconstruction) of the tomosynthesis system geometry in 

accordance with the present invention is now disclosed. Reconstructing 
tomosynthesis system geometry means "to make everything line up", as explained. 
The (estimated) geometry of the tomosynthesis system is "perfect" from an image 
quality standpoint, only if "everything lines up perfectly in the backprojection". That 
is, if for every point in space, the lines between the different (reconstructed) focal spot 
positions of the x-ray source 14 and the corresponding projections of the considered 
point (with respect to the "true", but unknown, focal spot positions) intersect at a 
single point (the "backprojected" point). In terms of image quality, it is irrelevant 
whether the original point and the backprojected point do in fact coincide or not. Note 
that image quality, as it is referred to here, only takes into account effects due to a 
relative misalignment or inconsistency of the assumed system geometry. In that sense, 
a reconstruction of the relative system geometry (referred to herein below) relates to a 
tomosynthesis system geometry that is, given only geometric relations within the 
projection images, undistinguishable from the true and absolute tomosynthesis system 
geometry. 

[0033] Since "everything lines up in the backprojection" in the present invention, 

reconstruction of the imaged object can be performed using any 3-dimensional 
reconstruction algorithm known in the art and should not be interpreted as being 
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restricted to using a 3-dimensional reconstruction algorithm of the back-projection 
" type. 

[0034] Moreover, if precise 3-dimensional reconstruction of the structures in the 

imaged object in absolute coordinates is not required, then the present invention 
obtains an estimate of the relative system geometry leading to an optimal image 
quality of the reconstruction (i.e., without any blurring or other artifacts caused by 
errors in the assumed system geometry) without determining uniquely the absolute 
system geometry from the projection images. A derivation of obtaining an estimate of 
both, the relative and the absolute tomosynthesis system geometry leading to an 
optimal image quality of the reconstruction is presented in further detail herein below. 
The tomosynthesis system geometry (or an equivalent tomosynthesis system 
geometry) is determined precisely in order to obtain optimal image quality for the 
reconstruction of the imaged object. 

[0035] A discussion of the Desargues' theorem and how Desargues' theorem connects 

the different components of the tomosynthesis system geometry is presented herein 
below. Desargues' theorem states that if the lines joining corresponding vertices of 
two triangles pass through a common point, then the points of intersection of 
corresponding sides lie on a straight line. The corresponding dual theorem states that 
if the corresponding sides of two triangles have points of intersection that lie on a 
straight line, then the lines joining corresponding vertices pass through a common 
point. An example 30 of Desargues' Theorem is illustrated in Figure 2, where the 
triplets of points (A,B,C) and (A\B',C), respectively, describe the two triangles 
referred to in Desargues' theorem (or the dual theorem). 

[0036] Figure 2 shows an example 30 illustrating Desargues' theorem, and Figure 3 is 

a diagram 35 relating Desargues' Theorem 30 shown in Figure 2 to the tomosynthesis 
system 10 shown in Figure 1. That is, Figure 3 shows the relation 35 between the 
tomosynthesis system 10 and Desargues' theorem. 
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Figures 2 and 3 are discussed together. In both Figures 2 and 3 the marked 
points are identified as follows: 
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• P and Q denote two different focal spot positions of the X-ray source 14, 

• B and B' denote two different fiducial marker positions, 

• A and A', C and C denote the respective locations of the projections of 
the markers B and B\ generated by acquiring projection images with the 
focal spot positions of the x-ray source being located at points Q and P. 

[0038] Therefore, the points A, C, A\ C\ O and S all lie in the detector plane 

corresponding to, for example, detector 12 of Figure 1. 

[0039] In the example 35 of Figure 3 (and the example 30 of Figure 2), the points A, 

C and A', C are the shadows of the markers B, B' (of unknown position), with 
respect to the (unknown) focal spot positions P and Q. These observed points do, 
however, uniquely define the points O and S, as explained in detail herein below. 
Figure 3 (in which the points P and Q denote two different focal spot positions and B, 
B' denote the position of the two fiducial markers) illustrates the conditions satisfied 
by the used fiducial markers. The condition that the two markers have different 
heights above the detector 12 translates into the fact that point O, where the line 
through B and B' intersects the detector plane, is well-defined. Further, the condition 
that the set of projection images of these two markers (for different focal spot 
positions) do not lie on a single line in the detector plane 12 translates into the fact 
that the lines through A', A, and C\ C, respectively, are two separate lines which 
intersect at the point O (and not a single line which passes also through the point O). 

[0040] With the method of the present invention, estimates of the position of the focal 

spot positions P and Q (as well as any additional focal spot positions) and 
corresponding estimates of the location of the fiducial markers B and B' (and any 
other, additional markers) are determined from the observed projections. 

[0041] Figure 4 shows a method 40 of reconstructing tomosynthesis system geometry 

using the present invention. The method 40 shown in Figure 4 is discussed with 
respect to the relation 35 shown in Figure 3, and is implemented by computer 21 
shown in Figure 1. Computer 21 can comprise a computer-readable medium on 
which a program is stored which when executed by computer 21 causes computer 21 
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to execute the processes corresponding to the following method of the present 
invention. 

[0042] As shown in Figure 4, the method 40 comprises identifying coordinates of the 

projections (or shadows) of the fiducial markers, including identifying for each point 
the index of the associated markers as well as the index of the associated focal spot 
position of the x-ray source 14 (step 42). It should be appreciated that these 
projections (or shadows) of the markers can be located either automatically, or 
manually by an operator of the system. The markers are, for example, spherical 
radiologically opaque objects. Then their shadows are ellipses, and the centers of 
these ellipses are good approximations for the location of the shadow of the center of 
the spherical objects. Markers B, B\ for example, include high-contrast, spherical 
materials such as steel or lead spheres (or BBs) as discussed herein above, or 
crosshairs of wires, or other suitable structures. The markers are arranged to satisfy 
the above-mentioned conditions and such that it is easy to identify which shadow (i.e., 
projection image of a marker) corresponds to which marker. In addition, the fiducial 
makers can comprise anatomical markers, such as, for example, bones, organs and/or 
other anatomical objects. An index of the focal spot position of the x-ray source 14 is, 
essentially, an index of the considered projection image; all markers are assumed to 
have projections within each image. 

[0043] Alternatively, the present invention can be easily modified such that a 

reconstruction of the tomosynthesis geometry is possible even if only shadows of a 
subset of the markers is visible in each of the acquired images (due to the fact that the 
shadows of some markers may not fall onto the detector 12 for every focal spot 
position of the x-ray source 14). In this case, however, for each projection image, 
there must be another projection image acquired for a different focal spot position of 
the x-ray source 14, such that at least two of the markers have shadows in both 
images, and any two projection images must be connected by a chain consisting of 
these relationships between projection images. 

[0044] Next, the method 40 of the present invention determines for at least one pair of 

markers B, B' the intersection O of the line through B, B' with the detector plane 12 
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[0045] 



(step 44). This point is given as the intersection of a family of lines, where each line 
goes through the projections of both B and B' for a single focal spot position. In 
Figure 3 these lines are (1) the line through A and A' (projections of B and B' 
corresponding to focal spot position Q), and (2) the line through C and C (projections 
corresponding to focal spot position P). Next, the method 40 selects an arbitrary first 
focal spot position P (at some "reasonable" location above the detector 12) (step 46). 

Then, the method 40 selects the first marker position B as an arbitrary point 
between P and the corresponding projection C, located on the line through P and C 
(step 48). An example of selection 48 is if P and c are given by 



P = 
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, respectively, then the point B is given by 



for some ^ between zero and one. 



[0046] Subsequently, the method 40 determines the location of the additional marker 

B' as the intersection of the line through B and O with the line through the focal spot 
P and the corresponding projection C of B' (step 50). If more additional markers are 
considered, the method 40 determines 50 their respective location in a similar manner. 

[0047] Then, the method 40 determines the remaining focal spot position Q as the 

intersection of the family of lines, each passing through an estimated marker position 
B (or B') and the corresponding projection A (or A') (step 52). The method 40 takes 
into account the corresponding lines associated with any additional markers that may 
be present. The method 40 also determines 52 the locations of any additional focal 
spot positions in a similar manner. 

[0048] Using the method 40 of Figure 4, a consistent set of focal spot and fiducial 

marker positions for the tomosynthesis system 10 is determined. 
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In any one of steps 44, 50, and 52, respectively, of the method 40, a larger 
number of points/markers can be used than is presented here. These additional 
points/markers can lead to an increased robustness of the present invention with 
respect to measurement errors that may have occurred during step 42, but will 
typically involve estimating the optimal position of the respective points to be 
determined. That is, usually the involved lines may not intersect at a single point, in 
which case, for example, a least squares technique can be used to estimate an optimal 
intersection point. 

An example of a method to determine an optimal estimate of a point of 
intersection between two (or more lines), corresponding to steps 44, 50, and 52 in 
method 40 (and same in method 70 (Fig. 5), discussed herein below) is presented. 
The following method is applicable to lines in planes, in 3-dimensional space, and 
higher-dimensional spaces. More particularly, if a line with index * is determined by 

the points Ui and W ' (both points being located on the line), where U{ and W ' are 

column vectors containing the coordinates of the points, and V/ is defined to be the 

normalized orientation vector of that line. In particular, the vector v < is computed as 

the difference of U{ and W ' , i.e., v i~ u i~ w i w j t h a subsequent scaling (i.e., 
multiplication with a constant factor) such that it is a vector of length one. Using this 
notation, the optimal point of intersection x is determined by solving the following 
3x3 (corresponding to lines in three dimensional space) system of linear equations, 



where denotes the 3x3 identity matrix, and N is the number of considered lines. 
For lower dimensional spaces (i.e., planes) or higher dimensional spaces, the 
dimensions of the system of linear equations, and the involved identity matrix, are 
adjusted accordingly. The obtained result (i.e., the resulting point x) is optimal in the 
sense that the obtained result minimizes the sum of squared distances from the 
resulting point x to the respective lines. If the lines do in fact intersect in a single 
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point, then this approach yields this point as the result (note that in three dimensions, 
unlike in the plane, different lines do not necessarily intersect, even if they are not 
parallel). Alternative approaches to determining an estimate of the point of 
intersection between several lines may be used as well. 

[0051] As will become clear from the derivation of the method 40 presented herein 

below, the method 40 can be modified. One such modification involves, for example, 
starting by determining the point S from the data as the intersection of lines through 
the points A\ C and A, C, respectively. Then selecting an arbitrary first focal spot 
position P, choosing a second focal spot position Q at some arbitrary location on the 
line through P and S, and then determining any marker position B (or B\. . .) as the 
intersection of the lines through the focal spot positions P (and Q) and the 
corresponding projections of the considered marker. From these reconstructed 
elements all remaining focal spot positions are readily determined by proceeding 
according to step 52 of method 40 presented herein above. 

[0052] In the tomosynthesis system 10 shown in Figure 1, however, the line through 

any pair of focal spot (or x-ray source 14) positions P, Q intersects the detector plane 
12 at a relatively large distance from the used phantom (B, B') and the corresponding 
projections A, C, A' and C\ This is a consequence of the variation in height between 
focal spot positions P, Q being relatively small, which leads to an increased sensitivity 
to measurement errors when determining the point S. For other system geometries 
(which differ from the tomosynthesis system 10 of Figure 1), the focal spot positions 
P, Q may be arranged at a constant height above the detector 12. Consequently the 
point S, which is defined to be the intersection of the line through the points P and Q 
with the detector plane, is not uniquely defined, which prohibits the use of the 
modified approach as outlined herein above. 

[0053] On the other hand, the location of markers B, B' in the phantom can be 

roughly arranged such that for some pairs of markers B, B' the intersection of the line 
through these markers B, B' with the detector plane 12 (i.e., the location of the point 
O) is relatively close to the projection of these markers B, B' onto the detector plane 
12. In this case, the computation of the location of the point O is robust with respect 
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to measurement errors, even when the focal spot positions P, Q are all at a constant 
height above the detector 12. Therefore, method 40 of Figure 4 is the preferred 
embodiment of the present invention used to determine the tomosynthesis system 
geometry. 

[0054] The above-mentioned method 40 obtains the relative geometry of the 

tomosynthesis system. Relative geometry means that the image quality is optimal and 
that there is no loss in image quality due to unknown perturbations of the 
tomosynthesis system geometry. The relative geometry may not be the absolute (i.e., 
the "true") geometry of the tomosynthesis system. 

[0055] Reconstruction of the absolute geometry of the tomosynthesis system 10 is 

now discussed. The absolute geometry of the tomosynthesis system means an 
absolute geometry of the tomosynthesis system with respect to a fixed coordinate 
system within the tomosynthesis system. The fixed coordinate system typically 
includes the detector 12 as a reference point. 

[0056] The method 40 leads to a system geometry with perfect "image quality" (as 

discussed earlier), but may be far from the "true" system geometry. To obtain a 
system geometry which is closer to the true geometry (or even coincides with the true 
geometry), additional constraints need to be introduced. As an example of additional 
constraints, point P is selected to be the "true" focal spot location (which may be 
considered to be a particularly reliable estimate, due to specific characteristics of the 
mechanical system), and one additional parameter is chosen, such as the height of the 
marker B above the detector plane 12. Other constraints may include for example the 
known distance between markers, the size of markers, the known distance between 
focal spots, etc. Presented herein below is a method for the reconstruction of the 
absolute tomosynthesis system geometry, which is specifically adapted to the 
tomosynthesis system geometry 10 of Figure 1 in that the used additional constraint 
takes into account that the x-ray source traverses a trajectory which is located at a 
fixed distance from a pivot point, i.e., the focal spot positions are located on a 
hemisphere. This approach can be easily modified, using other additional constraints 
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as the ones presented herein above, to accommodate other tomosynthesis system 
geometries. 

[0057] To reconstruct the absolute tomosynthesis system geometry, method 40 is 

integrated into an iterative geometry reconstruction method 70 (Fig. 5). In the 
iterative geometry reconstruction method 70 (applied specifically with respect to the 
tomosynthesis system geometry 10 of Figure 1), the distance of the computed focal 
spot locations P,Q from a hemisphere is minimized. The location of the focal spot 
positions on a hemisphere is used here to reconstruct the absolute system geometry. 
The radius of the hemisphere is determined by an assumed length of the gantry arm 
16. The center of the hemisphere is given by the corresponding pivot point 18 shown 
in Figure 1. In particular, step 46 of method 40 is modified to select P to be located 
on the hemisphere (resulting in step 47 shown in Figure 5), and the following steps 
54-60 are included, resulting in iterative geometry reconstruction 70 of the present 
invention shown in Figure 5. 

[0058] In addition to the above-mentioned steps 42, 44, 46, 48, and 50 from method 

40, iterative geometry reconstruction method 70 includes determining the intersection 
of the line through P and Q and the hemisphere (step 54). This intersection point is 
the new estimate of the focal spot location Q\ replacing the previously determined 
point Q. 

[0059] Next, determine new marker positions (B, B', ...) as the intersection of the 

lines through P and the respective associated projection points with the corresponding 
lines associated with the new focal spot position Q' (step 56). 

[0060] Then, determine each remaining focal spot position (i.e., focal spots other than 

P and Q) as the intersection of the lines through the marker positions and their 
respective projections with respect to the considered focal spot position (step 58). 

[0061] Subsequently, and iteratively, evaluate the relative position of the estimated 

focal spot positions with respect to the hemisphere. If the relative system geometry 
derived so far does not coincide with the absolute system geometry, then typically the 
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majority of the reconstructed focal spot positions will not be located on the 
hemisphere. Choose an appropriately updated focal spot P (on the hemisphere) and go 
back to 48 (step 60). Repeat the foregoing iteration until all of the determined x-ray 
source positions are close to the hemisphere, according to a suitable criterion. 

[0062] While the previously presented method 40 reconstructs a consistent geometry 

(which guarantees perfect image quality for the 3-dimensional image reconstruction), 
iterative geometry reconstruction 70 (and 54-60, particularly) results in a perfect 
reconstruction of the (internal) system geometry in absolute coordinates of a 
tomosynthesis system. 

[0063] A test of the iterative geometry reconstruction method 70 of the present 

invention on a prototype of a tomosynthesis system 10 having a geometry as 
illustrated in Figure 1 resulted in only slight deviation from the nominal system 
geometry (it is not known whether the nominal system geometry was also the "true" 
system geometry) and no discernible difference in image quality when comparing 
reconstructions of an imaged object using these different geometries. 

[0064] The above-mentioned methods 40 and 70 are applicable to determining the 

tomosynthesis system geometry from projections of volumes containing markers 
satisfying the requirements mentioned herein above. These methods can be used to 
monitor mechanical system performance (deformations, repeatability of x-ray source 
positioning, etc.) for a tomosynthesis system and to perform a periodic recalibration of 
this system. In addition, using fiducial markers attached, for example, to the 
compression paddle (in the case of breast imaging), a recalibration of the system 
geometry can be performed for each single set of tomosynthesis projections, i.e., in 
particular when imaging patients. When using markers which are attached to the 
object 20 or patient (breast), the methods 40 and 70 can be used to detect patient 
motion and similar effects. Also, slightly modified versions of the present invention 
can be used to calibrate similar x-ray imaging devices, or devices that use other 
projection based imaging modalities (i.e., not x-ray). 
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[0065] A derivation of the above-mentioned tomosynthesis system geometry 

determination methods 40 and 70 of the present invention is presented herein below. 
More particularly, non-uniqueness/ambiguity in the geometry reconstruction is now 
discussed. The projection mapping discussed herein above relies on the family of 
lines passing through each of the focal spot positions (for example, P, Q) of the x-ray 
source 14. All points located on one of these lines are projected onto the intersection 
between the line and the detector plane 12. Using this interpretation of the projection 
geometry, every mapping of the 3-dimensional space containing the object 20, which 

• leaves the detector plane 12 invariant, and 

• maps lines onto lines 

gives rise to an alternative geometry, which is undistinguishable from the original 
geometry (in terms of geometric relationships within the projection images) of the 
tomosynthesis system. Two such "deformations" of the 3-dimensional space are: 

• 3-dimensional-skew (shear), where each point in space is translated by a 
vector zh, where z denotes the height of the considered point above the 
detector, and h denotes an arbitrary (but fixed) horizontal vector (i.e., the 
z-component of h is equal to zero). A more detailed discussion of the 
above-mentioned skew (shear) is presented with reference to Figure 6. 

• Scaling in z, where the z-component of each point in space is multiplied by 
a fixed factor k. 

[0066] Figure 6 illustrates the "skewing" (shear) 80 of the 3-dimensional space, 

discussed herein above. Through skewing (or shear) 80, each point pi is mapped onto 
the corresponding point qj. Points pi and qi are arbitrary points (and not any specific 
points within the tomosynthesis system geometry). If the overall tomosynthesis 
system geometry (this includes the geometry of the system as well as the geometry of 
the imaged object) is modified by such a "skewing" operation and/or the scaling in z, 
then the geometric relationships within the resulting projection images will remain 
unchanged. 
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[0067] A third type of ambiguity, the derivation of which relies upon Desargues' 

Theorem, is now discussed with reference to the geometry and notations used in 
Figures 2 and 4. 

[0068] To check whether Desargues' theorem really applies to determining 

tomosynthesis system geometry, the marker positions B and B' are considered. For 
some focal spot position P, the projections C and C of B and B', respectively, are 
located on a straight line which is given by the intersection of: 

• the detector plane 12 with 

• a plane containing P, B, and B' (not shown in Figures 2 and 4). 

[0069] Varying now the focal spot position P, a family of planes (spanned by B, B', 

and the considered focal spot P) is obtained, all containing the line through B and B\ 
as discussed herein above. This family of planes in turn defines a family of straight 
lines in the detector plane 12. All of these lines intersect at a common point, which is 
exactly the point O where the line through B,B' intersects the detector plane 12. 
Therefore the assumptions of Desargues' theorem are satisfied. 

[0070] The points A, C and A', C* are the shadows of the (unknown) markers B, B', 

with respect to the (unknown) focal spot positions P and Q. These observed points 
do, however, uniquely define the points O and S. Only in the case when P and Q have 
the same height above the detector, S is not uniquely defined. 

[0071] As in the above-mentioned methods 40 (process 46) and 70 (processes 47 or 

60), first an arbitrary focal spot position P is selected, and then either 

• Q as some arbitrary point on the line through the points P and S, or 

• B on the line through P and C (where B is to be located between P and C), 
or 

• B' on the line through P and C (where B' is to be located between P and 
C) 

is chosen. 
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[0072] Through any one of these choices, the points Q, B and B' are completely 

defined (since the line through B, B' intersects the detector plane 12 in the point O, 
and A, B, Q as well as A', B\ Q, respectively, are located on a straight line). 

[0073] Assuming that the chosen location P is the true location of the corresponding 

focal spot position, then some arbitrary Q located on the line through P and S is 
selected, which generates the above-mentioned ambiguity of the third kind. 

[0074] Using the already reconstructed elements (i.e., the location of the points A, A', 

C, C\ B, B\ P and Q), the locations of additional markers and focal spot positions are 
then determined. 

[0075] The recovered geometry is now demonstrated to be consistent, in particular, 

when more than two fiducial markers and more than two focal spot positions are 
considered. 

[0076] Note here that an additional marker B", seen in conjunction with any one of 

the already considered markers B or B', exhibits the corresponding geometric 
properties as the pair of markers (B,B'). In particular, any considered pair of markers 
has an associated point (the point corresponding to O), where the logical line through 
both markers intersects the detector plane. For any given focal spot location, the line 
through the corresponding projections of the two markers also goes through this point. 
Furthermore, any additional focal spot position R, seen in conjunction with any one of 
the already considered focal spot positions P or Q, exhibits the corresponding 
geometric properties as the pair of focal spot positions (P,Q). In particular, any 
considered pair of focal spot positions has an associated point (the point 
corresponding to S), where the logical line through both focal spot positions intersects 
the detector plane. For any given marker, the line through the projections of this 
marker with respect to the considered focal spot positions goes also through this point. 

[0077] If additional markers are added to the imaged volume of tomosynthesis system 

10, define B" (not shown in Figure 3, but consistent with the foregoing discussion 
with reference to marker B') as the intersection of the lines joining the focal spot 
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positions P and Q with the respective projections C" and A" (not shown in Figure 3, 
but consistent with the foregoing discussion with reference to projections C and A'). 
The point B" is well-defined, i.e., these lines do indeed intersect (this can easily be 
seen by noting that A", C" and S lie on a straight line, and therefore A", C", P and 
Q lie on a plane). Furthermore B" is consistent with the previously determined 
geometry of the tomosynthesis system 10. In particular, an immediate result of the 
(dual) Desargues' theorem is that the lines through B, B" (and B\ B") intersect with 
the detector plane 12 at the correct location O' (or O"), which proves the consistency 
of the recovered geometry of the tomosynthesis system. The same argument applies 
to other additional markers as well. 

[0078] Further, the new focal spot location R is now added to the previously 

determined geometry of the tomosynthesis system. In particular, the focal spot P is 
first considered together with the new (and unknown) focal spot position R. As 
discussed herein above, all marker positions (B, B', B", ...) are in consistent 
locations. Thus, the line through any arbitrarily chosen pair of markers intersects the 
lines through the corresponding projections (with respect to P, and R, respectively) at 
the correct location (which is, for example, the point O if the pair B, B' of markers 
was chosen). Therefore Desargues' theorem applies again, and, hence, P, R, and S' 
(which is uniquely determined from the projection data) lie on a straight line. In 
particular, R is determined alternatively: 

• either as the intersection of a line through any single marker and its 
corresponding projection (with respect to R) with the line through P and 
S\or 

• as the intersection of the lines through the marker positions and their 
respective projections (again with respect to R). 

[0079] The first alternative indicated above is furthermore used to show that now the 

reconstructed geometry of the tomosynthesis system is fully consistent. In a similar 
manner, other, additional focal spot positions can be introduced, and the resulting 
overall geometry remains consistent. 
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[0080] Determination of the tomosynthesis system geometry in the present invention 

does not depend upon the use of a specific phantom with precisely defined locations 
of fiducial markers. Thus, the present invention is flexible by allowing the use of 
different phantoms as well as employing low-cost phantoms (where the location of 
markers may only be roughly specified) for tomosynthesis system geometry 
calibration. Moreover, when used in conjunction with several single markers which 
remain in the imaged volume during clinical imaging procedures, the present 
invention allows for system geometry reconstruction, and thus perfect image quality 
even if, for example, the focal spot positions drift over time. 

[0081] The foregoing discussion of the invention has been presented for purposes of 

illustration and description. Further, the description is not intended to limit the 
invention to the form disclosed herein. Consequently, variations and modifications 
commensurate with the above teachings and with the skill and knowledge of the 
relevant art are within the scope of the present invention. The embodiment described 
herein above is further intended to explain the best mode presently known of 
practicing the invention and to enable others skilled in the art to utilize the invention 
as such, or in other embodiments, and with the various modifications required by their 
particular application or uses of the invention. It is intended that the appended claims 
be construed to include alternative embodiments to the extent permitted by the prior 
art. 



-22- 



RD-27,854 



WHAT IS CLAIMED IS: 

[cl] LA method of determining geometry of a tomosynthesis system including a 

detector and an x-ray source, said method comprising the steps of: 

arbitrarily identifying at least two markers within an imaged volume, the at 
least two markers being placed at different relative distances between the detector and 
the x-ray source, and without having projections located on a straight line for all 
different source positions; and 

locating the projections of the markers within at least two images acquired of 
the imaged volume, said at least two images corresponding to different positions of a 
focal spot of the x-ray source wherein said step of locating is performed using a 
computer of the tomosynthesis system. 

[c2] 2. The method as in claim 1, wherein the step of locating determines the focal 

spot positions of the x-ray source relative to the detector. 

[c3] 3. The method as in claim 1, wherein the step of locating determines the 

relative geometry of the tomosynthesis system. 

[ C 4] 4. The method as in claim 1, wherein the step of locating determines absolute 

tomosynthesis system geometry with respect to a fixed coordinate system within the 
tomosynthesis system. 

[c5] 5. The method as in claim 1, wherein the markers comprise anatomical 

markers. 

[c6] 6. The method as in claim 1, wherein the projections of the markers are 

located manually. 

[c7] 7. The method as in claim 1, further comprising the step of: 

reconstructing the geometry based upon the step of locating, said 
reconstructing comprising the steps of: 
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identifying the detector coordinates of projections of the markers onto the 
detector for each projection image and for each projection of a marker; 

identifying an index of the corresponding marker and an index of a 
corresponding focal spot position of the x-ray source for each projection image and 
for each projection of a marker; 

determining for at least one pair of markers the intersection of the line through 
the projections of the markers with respect to at least an unknown first focal spot 
position with the line through the projections of the markers with respect to at least an 
unknown second focal spot position, said point of intersection being identical to the 
point of intersection of the line drawn through the pair of markers with the plane 
comprising the detector; 

arbitrarily selecting a first focal spot position of the x-ray source; 

selecting a first one of the marker positions relative to the first source position 
and the position of the corresponding projection of the one marker; 

determining a second one of the marker positions relative to (1) the first one of 
the marker positions, (2) the first source position, (3) the position of the corresponding 
projection of the second marker, and (4) the point of intersection of the line drawn 
through the pair of markers with the plane comprising the detector; and 

determining a second source position relative to (1) the first one of the marker 
positions, (2) the second one of the marker positions, and (3) the respective positions 
of the projections of the two markers with respect to the second source position. 

8. The method as in claim 7, wherein the first x-ray source position is selected 
arbitrarily on a hemisphere determined by the length of a gantry arm supporting the x- 
ray source and a location of the pivot point of the gantry arm, said method further 
comprising the steps of: 

modifying the second x-ray source position such that the second x-ray source 
position is located on the hemisphere, by drawing a line through the first and the 
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second focal spot position and by determining a point of the intersection of that line 
with the hemisphere, wherein the point of intersection determines the modified second 
x-ray source position, 

re-determining the first one of the marker positions and the second one of the 
marker positions based upon the first x-ray source position and the modified, second 
x-ray source position, and the respective positions of the corresponding projections of 
the two markers, 

determining additional x-ray source positions based upon the re-determined 
first one of the marker positions and the re-determined second one of the marker 
positions, and the respective positions of the corresponding projections of the two 
markers, 

evaluating relative positions of additional x-ray source positions with respect 
to the hemisphere, and 

updating the first x-ray source position according to the evaluating, and 
iteratively executing the modifying, the re-determining, the determining additional 
source positions, and evaluating until all of the determined x-ray source positions are 
close to the hemisphere. 

[c9] 9. The method as in claim 1, wherein the focal spot positions vary between 

acquisitions of a set of projection radiographs of the imaged volume and are 
periodically determined. 

[clO] 10. The method as in claim 1, wherein the focal spot positions vary with each 

acquisition of a set of projection radiographs of the imaged volume and are 
determined subsequent to each acquisition of a set of projection radiographs of the 
imaged volume. 

[ell] 11. The method as in claim 1, where the markers are attached to the imaged 

object, and the projections of the markers are used by the tomosynthesis system to 
detect movement of the object during the image acquisition process. 
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[cl2] 12. The method as in claim 1, wherein the object is a patient. 

[cl3] 13. The method as in claim 1, wherein the markers are provided in a phantom 

comprising a non-rigid structure. 

[cl4] 14. A tomosynthesis system for imaging an object, the tomosynthesis system 



comprising: 

an x-ray source for emitting x-rays, the x-ray source having different focal spot 
positions as said x-ray source moves relative to the object; 

a detector positioned relative to the x-ray source for receiving the emitted x- 
rays as the x-ray source moves relative to the object; and 

a computer coupled to the x-ray source and the detector, the computer 
executing processes determining a geometry of the tomosynthesis system, wherein at 
least two markers are identified arbitrarily within an imaged volume of the object, at 
different relative distances between the detector and the x-ray source, and without 
having projections located on a straight line for all different x-ray source positions, 
and wherein said computer executes processes locating the projections of the markers 
within at least two images acquired from the imaged volume, said at least two images 
corresponding to the different positions of the focal spot of the x-ray source. 

[cl5] 15. The tomosynthesis system as in claim 14, wherein the computer 

determines the focal spot positions of the x-ray source relative to the detector. 

[cl6] 16. The tomosynthesis system as in claim 14, wherein the computer 

determines the relative geometry of the tomosynthesis system. 

[cl7] 17. The tomosynthesis system as in claim 14, wherein the markers comprise 

anatomical markers. 

[cl8] 18. The tomosynthesis system as in claim 14, wherein the projections of the 

markers are located manually. 
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[cl9] 19. The tomosynthesis system as in claim 14, wherein the locating determines 

an absolute tomosynthesis system geometry with respect to a fixed coordinate system 
within the tomosynthesis system. 

[c20] 20. The tomosynthesis system as in claim 14, wherein said computer executes 

processes further comprising the steps of: 

reconstructing the geometry based upon the locating of the projections of the 
markers, said reconstructing comprising the steps of: 

identifying the detector coordinates of projections of the markers onto the 
detector for each projection image and for each projection of a marker; 

identifying an index of the corresponding marker and an index of a 
corresponding focal spot position of the x-ray source for each projection image and 
for each projection of a marker; 

determining for at least one pair of markers the intersection of the line through 
the projections of the markers with respect to an unknown first focal spot position 
with the line through the projections of the markers with respect to an unknown 
second focal spot position, said point of intersection being identical to the point of 
intersection of the line drawn logically through the pair of markers with the plane 
comprising the detector; 

arbitrarily selecting a first focal spot position of the x-ray source; 

selecting a first one of the marker positions relative to the first source position 
and the position of the corresponding projection of the one marker; 

determining a second one of the marker positions relative to (1) the first one of 
the marker positions, (2) the first source position, (3) the position of the corresponding 
projection of the second marker, and (4) the point of intersection of the line drawn 
through the pair of markers with the plane comprising the detector; and 
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determining a second source position relative to (1) the first one of the marker 
positions, (2) the second one of the marker positions, and (3) the respective positions 
of the projections of the two markers with respect to the second source position. 

[c21] 21. The tomosynthesis system as in claim 20, wherein the computer executes 

processes further comprising the steps of: 

selecting the first x-ray source position arbitrarily on a hemisphere 
determined by the length of a gantry arm supporting the x-ray source and a location of 
the pivot point of the gantry arm; 

modifying the second x-ray source position such that the second x-ray source 
position is located on the hemisphere, by drawing a line through the first and the 
second focal spot position and by determining a point of the intersection of that line 
with the hemisphere, wherein the point of intersection determines the modified second 
x-ray source position; 

re-determining the first one of the marker positions and the second one of the 
marker positions based upon the first x-ray source position and the modified, second 
x-ray source position and the respective positions of the corresponding projections of 
the two markers; 

determining additional x-ray source positions based upon the re-determined 
first one of the marker positions and the re-determined second one of the marker 
positions, and the respective positions of the corresponding projections of the two 
markers; 

evaluating relative positions of additional x-ray source positions with respect 
to the hemisphere; and 

updating the first x-ray source position according to the steps of evaluating, 
and iteratively executing the modifying, the re-determining, the determining additional 
source positions, and evaluating until all of the determined x-ray source positions are 
close to the hemisphere. 
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[c22] 22. The tomosynthesis system as in claim 14, wherein the focal spot positions 

vary between acquisitions of a set of projection radiographs of the imaged volume and 
are periodically determined. 

[c23] 23. The tomosynthesis system as in claim 14, wherein the focal spot positions 

vary with each acquisition of a set of projection radiographs of the imaged volume and 
are determined subsequent to each acquisition of a set of projection radiographs of the 
imaged volume. 

[c24] 24. The tomosynthesis system as in claim 14, where the markers are attached 

to the imaged object, and the projections of the markers are used by the computer of 
the tomosynthesis system to detect movement of the object during the image 
acquisition process. 

[c25] 25. The tomosynthesis system as in claim 14, wherein the object is a patient. 

[c26] 26. The tomosynthesis system as in claim 14, wherein the markers are 

provided in a phantom comprising a non-rigid structure. 

[c27] 27. A computer-readable medium storing a program determining geometry of 

a tomosynthesis system including a detector, an x-ray source and at least two markers 
arbitrarily identified within an imaged volume, at different relative distances between 
the detector and the x-ray source, and without having projections located on a straight 
line for all different source positions, said program which when executed by a 
computer causes the computer to execute the processes comprising the steps of: 

locating the projections of the markers within at least two images acquired of 
the imaged volume using the computer of the tomosynthesis system, said at least two 
images corresponding to different positions of a focal spot of the x-ray source. 

[c28] 28. The computer-readable medium as in claim 27, wherein the locating 

determines the focal spot positions of the x-ray source relative to the detector. 
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[c29] 29. The computer-readable medium as in claim 27, wherein the locating 

determines the relative geometry of the tomosynthesis system. 

[c30] 30. The computer-readable medium as in claim 27, wherein the locating 

determines absolute tomosynthesis system geometry with respect to a fixed coordinate 
system within the tomosynthesis system. 

[c31] 31. The computer-readable medium as in claim 27, wherein the program 

executed by the computer causes the computer to execute the processes further 
comprises the steps of: 

reconstructing the geometry based upon the locating, said reconstructing 
comprising the steps of: 

identifying the detector coordinates of projections of the markers onto the 
detector for each projection image and for each projection of a marker; 

identifying an index of the corresponding marker and an index of a 
corresponding focal spot position of the x-ray source for each projection image and 
for each projection of a marker; 

determining for at least one pair of markers the intersection of the line through 
the projections of the markers with respect to an unknown first focal spot position 
with the line through the projections of the markers with respect to an unknown 
second focal spot position, said point of intersection being identical to the point of 
intersection of the line drawn through the pair of markers with the plane comprising 
the detector; 

arbitrarily selecting a first focal spot position of the x-ray source; 

selecting a first one of the marker positions relative to the first source position 
and the position of the corresponding projection of the one marker; 

determining a second one of the marker positions relative to (1) the first one of 
the marker positions,(2) the first source position, (3) the position of the corresponding 
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projection of the second marker, and (4) the point of intersection of the line drawn 
through the pair of markers with the plane comprising the detector; and 

determining a second source position relative to (1) the first one of the marker 
positions, (2) the second one of the marker positions, and (3) the respective positions 
of the projections of the two markers with respect to the second source position. 

[c32] 32. The computer-readable medium as in claim 31, wherein the first x-ray 

source position is selected arbitrarily on a hemisphere determined by the length of a 
gantry arm supporting the x-ray source and a location of the pivot point of the gantry 
arm, said wherein the program executed by the computer causes the computer to 
execute the processes further comprises the steps of: 

modifying the second x-ray source position such that the second x-ray source 
position is located on the hemisphere, by drawing a line through the first and the 
second focal spot position and by determining a point of the intersection of that line 
with the hemisphere, wherein the point of intersection determines the modified second 
x-ray source position, 

re-determining the first one of the marker positions and the second one of the 
marker positions based upon the first x-ray source position and the modified, second 
x-ray source position, and the respective positions of the corresponding projections of 
the two markers, 

determining additional x-ray source positions based upon the re-determined 
first one of the marker positions and the re-determined second one of the marker 
positions, and the respective positions of the corresponding projections of the two 
markers, 

evaluating relative positions of additional x-ray source positions with respect 
to the hemisphere, and 

updating the first x-ray source position according to the evaluating, and 
iteratively executing the modifying, the re-determining, the determining additional 
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source positions, and evaluating until all of the determined x-ray source positions are 
close to the hemisphere. 

[c33] 33. The computer-readable medium as in claim 27, wherein the focal spot 

positions vary with each acquisition of the imaged volume and are determined 
subsequent to each acquisition of the imaged volume. 

[c34] 34. The computer-readable medium as in claim 27, where the markers are 

attached to the imaged object, and the projections of the markers are used by the 
tomosynthesis system to detect movement of the object during the image acquisition 
process. 

[c35] 35. The computer-readable medium as in claim 27, wherein the object is a 

patient. 

[c36] 36. The computer-readable medium as in claim 27, wherein the markers are 

provided in a phantom comprising a non-rigid structure. 

[c37] 37. The computer-readable medium as in claim 27, wherein the markers are 

provided in a phantom comprising a non-rigid structure. 

[c38] 38. A method of determining geometry of a tomosynthesis system including a 

detector and an x-ray source, said method comprising the steps of: 

locating projections of markers wherein the markers are identified at different 
relative distances between the detector and the x-ray source; 

drawing logic lines through pairs of locations of projections; 

determining points of intersection of these lines in the detector plane; and 

determining points in three-dimensional space, wherein the logic lines drawn 
through the pairs of points intersect a detector plane at predetermined points in the 
detector plane. 
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39. A tomosynthesis system for imaging an object, the tomosynthesis system 
comprising: 

an x-ray source for emitting x-rays, the x-ray source having different focal spot 
positions as said x-ray source moves relative to the object; 

a detector positioned relative to the x-ray source for receiving the emitted x- 
rays as the x-ray source moves relative to the object; and 

a computer coupled to the x-ray source and the detector, the computer 
executing processes determining a geometry of the tomosynthesis system, wherein 
projections of markers are located and the markers are identified at different relative 
distances between the detector and the x-ray source, logic lines are drawn through 
pairs of locations of projections, and points of intersection of these lines in the 
detector plane are determined, and points in three-dimensional space are determined, 
and wherein logic lines drawn through pairs of said points intersect a detector plane at 
predetermined points in the detector plane. 
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METHOD, APPARATUS, AND MEDIUM FOR CALIBRATION OF 
TOMOSYNTHESIS SYSTEM GEOMETRY USING FIDUCIAL 
MARKERS WITH NON-DETERMINED POSITION 

ABSTRACT OF THE DISCLOSURE 

Geometry of a tomosynthesis system including a detector and an x-ray 
source is determined using fiducial markers with non-determined positions. The 
geometry is determined by arbitrarily identifying at least two markers within an 
imaged volume, at different relative distances between the detector and the x-ray 
source, without having projections located on a straight line for all different source 
positions, and locating the projections of the markers within at least two images 
acquired of the imaged volume. The at least two images correspond to different 
positions of a focal spot of the x-ray source. 
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